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Multimodal Biomedical Data

Al Analyzes Multimodal Biomedical Data
DAL D@x
DNA RNA

Multimodal Biomedical Data

Proteins Single-Cell Spatial Omics | ClinicalData ;
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Normalization Feature Extraction#

Al / Machine Learning
e Graph Neural Networks
e Deep Learning
e Foundation Models
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Multimodal Biomedical Data

How CAR T Finds Cancer Cells

€D Many cell types &) Cancer cell has unique target ) CART cells kill only
the cancer cells

Healthy Cells (Cancer Cells) Special marker CAR matches na

on cancer cell the marker
1. Many cell types 3.CART cells are engineered to find the marker - ol

.

Healthy Cells CAR matches the marker

« Many cells have various markers.
» CART cells are engineered to target a unique one on cancer cells.
« CART cells leave normal cells alone.
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Al-based scRNA-seq embedding SW 7l &
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